





<210>
<211>
<212>
<213> sapiens

<400> 2

Met Gly Thr
1




3

1089

DNA

Mus musculus




..{1086)

<400> 3
atg ggg acc
Met Gly Thr
1

gat gag
Tyr Asp Glu

gct gat
Ala Asp
35

gtg
val

ctg
Leu




<210> 4

<211> 362

<«212> PRT

<213> Mus musculus

<400> 4

Met Gly Thr
1

Tyr Asp Glu

Met Val
50

His Leu







Leu Arg Arg Gln Gly Gly Gly Cys Ser Pro Lys Pro Asn Pro
330 335

Arg Gly Arg Arg Arg Leu Arg Leu Ser Ser Cys Ser Ala Pro
345 350

Thr Glu Thr Hi Leu Ser Trp Asp Asn
355 360

sapiens
CDS

(56) .. (4386)

mat_peptide
(122)..4Q)

misc_feature
(529)..(529)
unknown amino; may be "A", "C", or "G"

<400> 5
ggctgatcga acagcctcac ttgtgttget gtcagtgcca gtagggcagg cagga atg
Met

gct
Ala




cag
Gln

tag
Lys Trp

60

gtt
Val

tgc
Cys

cac
His

cat
His

cag
Gln

999
Gly
tagagagtct
ttgtcctgca
taaatctcca
atcagtggcc

agatttaaga

gtg
Vval
65

aaa
Lys

agg
Arg Lys

80

aaa
Lys
S5

cac
His

gaa
Glu
acagataaat
tactgatgaa
agaatgccat
caaattttcce

atctcectect

cac
His

aca
Thr

Tyr

gce
Ala

ggc
Gly Lys

85

cat
His

ggc
Gly
100

aaa
Lys
70

agg
Arg

aaa
Lys

ctacagagac aattcctcaa
actactgatg tcvgctggtc
ttcecctatec ctaatgatte
agccccttgce ctcccagaac

acctectgac tcagccccat

aaa
Lys

aac
Asn

tat

Tyr
105

act
Thr
gtggacttgg
tgaaaggacc
aatctcecett
cccagcccag

gtaatcatta

gga aat
Gly Asn
75

agg gca
Arg Ala

920

ccatgattgg
taccagaagc
accctgacca
aactcttcag

aactc

<210>
<211>
«<212>
<213>

6

127

PRT

Hemo sapiens

<220>
<221>
<222>
<223>

misc_feature
(529)..(528)
unknown amino; may be "A",

IIC" , or IIGN

<400> 6

Met Gln Gln Arg Gly Leu Val Ala

-20

Ala

Arg Val




80 85

Ala His Gln His Glu Thr Tyr Gly His Lys Thr Pro Tyr
100 105

saplens

<400> 7
atg tcg cga
Met Ser Arg
1

tgg
Trp

939
Gly
105

gtc
Arg val Cys

gaa caa ggg aaa
Glu Gln Gly Lys
135

ctg gta caa aag aaa tac
Leu Val Gln Lys Lys Tyx
150 155

taataaagca acattagacg acaaaaaaaa adaaadaaaaaa




aaaaaaaaaa a

<210>
<211>
<212>
<213> sapiens

<400> 8

Met Ser Arg
1

9

393

DNA

Mus musculus




CDS
(1)..(390)

<220>

<«221> mat_peptide
<222> (67)..1()
<«223>

«210> 10

<211> 130

<212> PRT

<213> Mus musculus

<400> 10

Met Gln Gln Ala Gly Leu Thr Leu Met Ala Val Ala Val Cys Val RAla
-20 -15 -10




Phe Gln Thr Ser Glu Ala Ile Leu Pro Met Ala Ser Ser Cys Cys Thr
-5 -1 1 5 10

Glu Val Ser His His Val Ser Gly Arg Leu Leu Glu Arg Val Ser Ser
15 20 25

Cys Ser Ile Gln Arg Ala Asp Gly Asp Cys Asp Leu Ala Ala Val Ile
30 35 40

Leu His Val Lys Arg Arg Arg Ile Cys Ile Ser Pro His Asn Arg Thr
45 50 55

Leu Lys Gln Trp Met Arg Ala Ser Glu Val Lys Lys Asn Gly Arg Glu
60 65 70

Asn Val Cys Ser Gly Lys Lys Gln Pro Ser Arg Lys Asp Arg Lys Gly
75 80 85 90

His Thr Thr Arg Lys His Arg Thr Arg Gly Thr His Arg His Glu Ala
95 100 105

Ser Arg
<210> 11
<211> 362
<212> DNA

<213> Homo sapiens

<220>

<221> CDS

<222> (1)..(336)
<223>

<220>

<221> mat_peptide
<222> (73)..4Q)
<223>

<400> 11
atg aag ggg ccc cca acc tte tge age cte ctg ctg ctg tca ttg ctce 48
Met Lys Gly Pro Pro Thr Phe Cys Ser Leu Leu Leu Leu Ser Leu Leu

-20 -15 -10

ctg agc cca gac cct aca gca gca ttc cta ctg cca ccc age act gco 96
Leu Ser Pro Asp Pro Thr Ala Ala Phe Leu Leu Pro Pro Ser Thr Ala
-5 -1 1 5

tgc tgt act cag ctc tac cga aag cca ctc tca gac aag cta ctg agg 144
Cys Cys Thr Gln Leu Tyr Arg Lys Pro Leu Ser Asp Lys Leu Leu Arg
10 :




Lys
25

cag

Gln

cag
Gln

cat ggg act aag
His Gly Thr Lys
75

tgaagcccca atagccaaat aataaa

<210> 12

<211> 112

<212> PRT

<213> Homo sapiens

<400> 12

Met Lys Gly

13

433

DNA

Mus musculus




<221> CDS
<222> (23)..(382)
<223>

<220>

<221> mat_peptide
<222> (98)..()
<223>

<400> 13

gaaacctcta ggctgagtga gc' atg atg gag ggg ctc tec ccc gec agc age
Met Met Glu Gly Leu Ser Pro Ala Ser Ser
-25 -20

ccg ctg ctt ctg agc ccg gct cct gaa gea gecc ttg
Pro Leu Leu Leu Ser Pro Ala Pro Glu Ala Ala Leu
-5 -1 1

ctg agc tgc tgt cag aga cag
Leu Ser Cys Cys Gln Arg Gln
10 15

agg agg att ctg
Arg Arg Ile Leu
25

gct ctg
Cys Gln Ala Leu

gtt cgg
Arg Cys Val Hi Arg
50

gaa ggg aaa
Glu Gly Lys Gly
70

gta caa aag aaa tac aac cag caa aac
val Gln Lys Lys Tyr Asn Gln Gln Asn
85 90 95

taataaagca acattagacg acaaaaaaaa daaaadaaaaa aaaaaadaaa a

<210> 14

<21l1l> 120

<212> PRT

<213> Mus musculus

<400> 14
Met Met Glu Gly Leu Ser Pro Ala Ser Ser Leu Pro Leu Leu Leu Leu
-25 -20 -15 -10

L,eu Leu Ser Pro Ala Pro Glu Ala Ala Leu Pro Leu Pro Ser Ser Thr
-5 -1 1 5




Ser Cys Cys Thr Gln Leu Tyr Arg Gln Pro Leu Pro Ser Arg Leu Leu
10 15 20

Arg Arg Ile Val His Met Glu Leu Gln Glu Ala Asp Gly Asp Cys His
25 30 35

Leu Gln Ala Val Val Leu His Leu Ala Arg Arg Ser Val Cys Val His
40 45 50 55

Pro Gln Asn Arg Ser Leu Ala Arg Trp Leu Glu Arg Gln Gly Lys Arg
60 €5 70

Leu Gln Gly Thr vVal Pro Ser Leu Asn Leu Val Leu Gln Lys Lys Met
75 80 85

Tyr Ser Asn Pro Gln Gln Gln Asn

90 g5
<210> 15
<211> 32
<212> DNA

<213> Homo sapiens

<400> 15

atctggcacc acaccttcta caatgagetg cg 32
<210> 16

<211> 32

<212> DNA

<213> Homo sapiens

<400> 16
cgtcatactc ctgcttgectg atccacatct gc 32
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